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ABSTRACT

Imnmmeglobulins (Izs), proteins with a key role m body defense apzinst pathogens, consist of
bight and heavy chains. Heavy (H) chams inclnde of varisble (VH) snd constant {CHY domains.
Iz is the highest I exdsts in himan senom combiais migomrzanisms, Senmn IgG level is oomelated
1o infensiny of munerous disesses incloding infections and sutcinmmmity. So Ieis hec an imporant
dizmoestc worth. IdenaScaton of phyzicochemical chamcteristos of IsG would be valuabla in
preparstion of more specific [eG diagnestc kits. Computstional immunolosy nses binmformatics
methods to Mifill experimental mimmmelogy sach as exact dizpnosis of diseases. In the presenr
smdy plvsacochenuical faanmes of lmmean G- CH domain: were recognized by computational
immmumclogy. Tha second and third souctures of reference uman TG hemry chain were aoquired
by Phyre 2 software snd PDB dombase comespondmely.  Accesstbility, flebility and
bydrophilicity of hamean IsG- CH rezion were defined by IEDIE software, Most sccessible sites in
buman IgG- CH region are situated in 210-230, 200-300, 350-3635, 380-400 and 410-425 aming
acids sequence of CH domains. Most Sexible posifons are sited m 110 -125, 175-200, 210-240,
275-304) 320-345 and 375405 amino acids sequence of CH domaine, Most hydrophilic regions
are sited in 130-140, 260-270 and 2B0-300 amino acdds sequence of CH domains. In this smdy
mast accessible, flexible and hydrophilic sites of homan Iz hesyy chains constant domains were
determined  Thess regions mught carmy best mummmogenic epttopes snd therefore be valuwable for
ArrEnESment nore specific tools to optimire existing IsG diagostic assays.
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